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3 <110> APPLICANT: Hitoshi, Yasumichi 

4 Jenkins , Yonchu 

5 Rigel Pharmaceuticals, Inc. 

7 <120> TITLE OF INVENTION: Methods of Assaying for Cell Cycle Modulators 
9 <130> FILE REFERENCE: 021044-003310PC 

11 <140> CURRENT APPLICATION NUMBER: US 10/51Jl<9t)3 

12 <141> CURRENT FILING DATE: 2004-10-08 

14 <150> PRIOR APPLICATION NUMBER: US 10/123,568 

15 <151> PRIOR FILING DATE: 2002-04-15 

17 <150> PRIOR APPLICATION NUMBER: US 10/123,731 

18 <1S1> PRIOR FILING DATE: 2002-04-15 

20 <150> PRIOR APPLICATION NUMBER: US 60/373,366 

21 <151> PRIOR FILING DATE: 2002-04-16 

23 <150> PRIOR APPLICATION NUMBER: WO PCT/US03/11867 

24 <151> PRIOR FILING DATE: 2003-04-15 
26 <160> NUMBER OF SEQ ID NOS: 60 

28 <170> SOFTWARE: Patentin Ver. 2.1 

30 <210> SEQ ID NO: 1 

31 <211> LENGTH: 3599 

32 <212> TYPE: DNA 

33 <213> ORGANISM: Homo sapiens 

35 <220> FEATURE: 

36 <223> OTHER INFORMATION: BRCA-1 -Associated Protein-1 (BAP-l) 

38 <400> SEQUENCE: 1 

39 gcccgttgtc tgtgtgtggg actgaggggc cccgggggcg gtgggggctc ccggtggggg 60 

40 cagcggtggg gagggagggc ctggacatgg cgctgagggg ccgccccgcg ggaagatgaa 120 

41 taagggctgg ctggagctgg agagcgaccc aggcctcttc accctgctcg tggaagattt 180 

42 cggtgtcaag ggggtgcaag tggaggagat ctacgacctt cagagcaaat gtcagggccc 240 

43 tgtatatgga tttatcttcc tgttcaaatg gatcgaagag cgccggtccc ggcgaaaggt 300 

44 ctctaccttg gtggatgata cgtccgtgat tgatgatgat attgtgaata acatgttctt 360 

45 tgcccaccag ctgataccca actcttgtgc aactcatgcc ttgctgagcg tgctcctgaa 420 

46 ctgcagcagc gtggacctgg gacccaccct gagtcgcatg aaggacttca ccaagggttt 480 

47 cagccctgag agcaaaggat atgcgattgg caatgccccg gagttggcca aggcccataa 540 

48 tagccatgcc aggcccgagc cacgccacct ccctgagaag cagaatggcc ttagtgcagt 600 

49 gcggaccatg gaggcgttcc actttgtcag ctatgtgcct atcacaggcc ggctctttga 660 

50 gctggatggg ctgaaggtct accccattga ccatgggccc tggggggagg acgaggagtg 72 0 

51 gacagacaag gcccggcggg tcatcatgga gcgtatcggc ctcgccactg caggggagcc 780 

52 ctaccacgac atccgcttca acctgatggc agtggtgccc gaccgcagga tcaagtatga 840 

53 ggccaggctg catgtgctga aggtgaaccg tcagacagta ctagaggctc tgcagcagct 900 

54 gataagagta acacagccag agctgattca gacccacaag tctcaagagt cacagctgcc 960 

55 tgaggagtcc aagtcagcca gcaacaagtc cccgctggtg ctggaagcaa acagggcccc 1020 

56 tgcagcctct gagggcaacc acacagatgg tgcagaggag gcggctggtt catgcgcaca 1080 

57 agccccatcc cacagccctc ccaacaaacc caagctagtg gtgaagcctc caggcagcag 1140 
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58 cctcaatggg gttcacccca accccactcc cattgtccag cggctgccgg cctttctaga 1200 
5 9 caatcacaat tatgccaagt cccccatgca ggaggaagaa gacctggcgg caggtgtggg 12 60 

60 ccgcagccga gttccagtcc gcccacccca gcagtactca gatgatgagg atgactatga 1320 

61 ggatgacgag gaggatgacg tgcagaacac caactctgcc cttaggtata aggggaaggg 1380 

62 aacagggaag ccaggggcat tgagcggttc tgctgatggg caactgtcag tgctgcagcc 1440 

63 caacaccatc aacgtcttgg ctgagaagct caaagagtcc cagaaggacc tctcaattcc 1500 

64 tctgtccatc aagactagca gcggggctgg gagtccggct gtggcagtgc ccacacactc 1560 

65 gcagccctca cccaccccca gcaatgagag tacagacacg gcctctgaga tcggcagtgc 1620 

66 tttcaactcg ccactgcgct cgcctatccg ctcagccaac ccgacgcggc cctccagccc 1680 

67 tgtcacctcc cacatctcca aggtgctttt tggagaggat gacagcctgc tgcgtgttga 1740 

68 ctgcatacgc tacaaccgtg ctgtccgtga tctgggtcct gtcatcagca caggcctgct 1800 

69 gcacctggct gaggatgggg tgctgagtcc cctggcgctg acagagggtg ggaagggttc 1860 

70 ctcgccctcc atcagaccaa tccaaggcag ccaggggtcc agcagcccag tggagaagga 192 0 

71 ggtcgtggaa gccacggaca gcagagagaa gacggggatg gtgaggcctg gcgagccctt 1980 

72 gagtggggag aaatactcac ccaaggagct gctggcactg ctgaagtgtg tggaggctga 2040 

73 gattgcaaac tatgaggcgt gcctcaagga ggaggtagag aagaggaaga agttcaagat 2100 

74 tgatgaccag agaaggaccc acaactacga tgagttcatc tgcaccttta tctccatgct 2160 

75 ggctcaggaa ggcatgctgg ccaacctagt ggagcagaac atctccgtgc ggcggcgcca 2220 

76 aggggtcagc atcggccggc tccacaagca gcggaagcct gaccggcgga aacgctctcg 2280 

77 cccctacaag gccaagcgcc agtgaggact gctggccctg actctgcagc ccactcttgc 2340 

78 cgtgtggccc tcaccagggt ccttccctgc cccacttccc cttttcccag tattactgaa 2400 

79 tagtcccagc tggagagtcc aggccctggg aatgggagga accaggccac attccttcca 2460 

80 tcgtgccctg aggcctgaca cggcagatca gccccatagt gctcaggagg cagcatctgg 2520 

81 agttggggca cagcgaggta ctgcagcttc ctccacagcc ggctgtggag cagcaggacc 2580 

82 tggcccttct gcctgggcag cagaatatat attttaccta tcagagacat ctatttttct 2640 

83 gggctccaac ccaacatgcc accatgttga cataagttcc tacctgacta tgctttctct 2700 

84 cctaggagct gtcctggtgg gcccaggtcc ttgtatcatg ccacggtccc aactacaggg 2760 

85 tcctagctgg gggcctgggt gggccctggg ctctgggccc tgctgctcta gccccagcca 2820 

86 ccagcctgtc cctgttgtaa ggaagccagg tcttctctct tcattcctct taggagagtg 2 880 

87 ccaaactcag ggacccagca ctgggctggg ttgggagtag ggtgtcccag tggggttggg 2940 

88 gtgagcaggc tgctgggatc ccatggcctg agcagagcat gtgggaactg ttcagtggcc 3000 

89 tgtgaactgt cttccttgtt ctagccaggc tgttcaagac tgctctccat agcaaggttc 3060 

90 tagggctctt cgccttcagt gttgtggccc tagctatggg cctaaattgg gctctaggtc 3120 

91 tctgtccctg gcgcttgagg ctcagaagag cctctgtcca gcccctcagt attaccatgt 3180 

92 ctccctctca ggggtagcag agacagggtt gcttatagga agctggcacc actcagctct 3240 

93 tcctgctact ccagtttcct cagcctctgc aaggcactca gggtggggga cagcaggatc 3300 

94 aagacaaccc gttggagccc ctgtgttcca gaggacctga tgccaagggg taatgggccc 3360 

95 agcagtgcct ctggagccca ggccccaaca cagccccatg gcctctgcca gatggctttg 3420 

96 aaaaaggtga tccaagcagg cccctttatc tgtacatagt gactgagtgg ggggtgctgg 3480 

97 caagtgtggc agctgcctct gggctgagca cagcttgacc cctctagccc ctgtaaatac 3540 

98 tggatcaatg aatgaataaa actctcctaa gaatctcctg agaaaaaaaa aaaaaaaaa 3599 

101 <210> SEQ ID NO: 2 

102 <211> LENGTH: 729 

103 <212> TYPE: PRT 

104 <213> ORGANISM: Homo sapiens 

106 <220> FEATURE: 

107 <223> OTHER INFORMATION: BRCA-1 -Associated Protein-1 (BAP-1) 

109 <400> SEQUENCE: 2 

110 Met Asn Lys Gly Trp Leu Glu Leu Glu Ser Asp Pro Gly Leu Phe Thr 
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250 <211> LENGTH: 3828 

251 <212> TYPE: DNA 

252 <213> ORGANISM: Homo sapiens 

254 <220> FEATURE: 

255 <223> OTHER INFORMATION: nuclear zinc finger protein 95 (NP95) 
257 <400> SEQUENCE: 3 
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258 cgactcctta gagcatggca tggctcagag gtgctggtaa aactgatggg ggtttttgct 60 

259 gtccctcccc tcagcgccga caccatgtgg atccaggttc ggaccatgga cgggaggcag 12 0 

260 acccacacgg tggactcgct gtccaggctg accaaggtgg aggagctgag gcggaagatc 180 

261 caggagctgt tccacgtgga gccaggcctg cagaggctgt tctacagggg caaacagatg 240 

262 gaggacggcc ataccctctt cgactacgag gtccgcctga atgacaccat ccagctcctg 3 00 

263 gtccgccaga gcctcgtgct cccccacagc accaaggagc gggactccga gctctccgac 360 

264 accgactccg gctgctgcct gggccagagt gagtcagaca agtcctccac ccacggcgag 420 

265 gcggccgccg agactgacag caggccagcc gatgaggaca tgtgggatga gacggaattg 480 

266 gggctgtaca aggtcaatga gtacgtcgat gctcgggaca cgaacatggg ggcgtggttt 540 

267 gaggcgcagg tggtcagggt gacgcggaag gccccctccc gggacgagcc ctgcagctcc 600 

268 acgtccaggc cggcgctgga ggaggacgtc atttaccacg tgaaatacga cgactacccg 660 

269 gagaacggcg tggtccagat gaactccagg gacgtccgag cgcgcgcccg caccatcatc 720 

270 aagtggcagg acctggaggt gggccaggtg gtcatgctca actacaaccc cgacaacccc 780 

271 aaggagcggg gcttctggta cgacgcggag atctccagga agcgcgagac caggacggcg 840 

272 cgggaactct acgccaacgt ggtgctgggg gatgattctc tgaacgactg tcggatcatc 900 

273 ttcgtggacg aagtcttcaa gattgagcgg ccgggtgaag ggagccccat ggttgacaac 960 

274 cccatgagac ggaagagcgg gccgtcctgc aagcactgca aggacgacgt gaacagactc 102 0 

275 tgccgggtct gcgcctgcca cctgtgcggg ggccggcagg accccgacaa gcagctcatg 1080 

276 tgcgatgagt gcgacatggc cttccacatc tactgcctgg acccgcccct cagcagtgtt 1140 

277 cccagcgagg acgagtggta ctgccctgag tgccggaatg atgccagcga ggtggtactg 1200 

278 gcgggagagc ggctgagaga gagcaagaag aaggcgaaga tggcctcggc cacatcgtcc 1260 

279 tcacagcggg actggggcaa gggcatggcc tgtgtgggcc gcaccaagga atgtaccatc 1320 

280 gtcccgtcca accactacgg acccatcccg gggatccccg tgggcaccat gtggcggttc 1380 

281 cgagtccagg tcagcgagtc gggtgtccat cggccccacg tggctggcat acacggccgg 1440 

282 agcaacgacg gagcgtactc cctagtcctg gcggggggct atgaggatga cgtggaccat 1500 

283 gggaattttt tcacatacac gggtagtggt ggtcgagatc tttccggcaa caagaggacc 1560 

284 gcggaacagt cttgtgatca gaaactcacc aacaccaaca gggcgctggc tctcaactgc 1620 

285 tttgctccca tcaatgacca agaaggggcc gaggccaagg actggcggtc ggggaagccg 1680 

286 gtcagggtgg tgcgcaatgt caagggtggc aagaatagca agtacgcccc cgctgagggc 1740 

287 aaccgctacg atggcatcta caaggttgtg aaatactggc ccgagaaggg gaagtccggg .1800 

288 tttctcgtgt ggcgctacct tctgcggagg gacgatgatg agcctggccc ttggacgaag 1860 

289 gaggggaagg accggatcaa gaagctgggg ctgaccatgc agtatccaga aggctacctg 192 0 
2 90 gaagccctgg ccaaccgaga gcgagagaag gagaacagca agagggagga ggaggagcag 1980 

291 caggaggggg gcttcgcgtc ccccaggacg ggcaagggca agtggaagcg gaagtcggca 2 040 

292 ggaggtggcc cgagcagggc cgggtccccg cgccggacat ccaagaaaac caaggtggag 2100 

293 ccctacagtc tcacggccca gcagagcagc ctcatcagag aggacaagag caacgccaag 2160 

294 ctgtggaatg aggtcctggc gtcactcaag gaccggccgg cgagcggcag cccgttccag 2220 

295 ttgttcctga gtaaagtgga ggagacgttc cagtgtatct gctgtcagga gctggtgttc 2280 

296 cggcccatca cgaccgtgtg ccagcacaac gtgtgcaagg actgcctgga cagatccttt 2340 

297 cgggcacagg tgttcagctg ccctgcctgc cgctacgacc tgggccgcag ctatgccatg 2400 

298 caggtgaacc agcctctgca gaccgtcctc aaccagctct tccccggcta cggcaatggc 2460 

299 cggtgatctc caagcacttc tcgacaggcg ttttgctgaa aacgtgtcgg agggctcgtt 2520 

300 catcggcact gattttgttc ttagtgggct taacttaaac aggtagtgtt tcctccgttc 2580 

301 cctaaaaagg tttgtcttcc ttttttttta tttttatttt tcaaatctat acattttcag 2640 

302 gaatttatgt attctggcta aaagttggac ttctcagtat tgtgtttagt tctttgaaaa 2700 

303 cataaaagcc tgcaatttct cgacaaaaca acacaagatt ttttaaagat ggaatcagaa 2760 

304 actacgtggt gtggaggctg ttgatgtttc tggtgtcaag ttctcagaag ttgctgccac 2820 

305 caactcttta agaaggcgac aggatcagtc cttctctagg gttctggccc ccaaggtcag 2880 

306 agcaagcatc ttcctgacag cattttgtca tctaaagtcc agtgacatgg ttccccgtgg 2940 
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RAW SEQUENCE LISTING ERROR SUMMARY 
PATENT APPLICATION: US/10/510,903 



DATE: 09/21/2005 
TIME: 16:50:58 



Input Set : A;\-33-l.app 

Output Set: N:\CRF4\09212005\J510903.raw 



Please Notet 

Use o£ n and/or Xaa have been detected in the Sequence Listing. Please review the 
Sequence Listing to ensure that a corresponding explanation is presented in the <220> 
to <223> fields o£ each sequence which presents at least one n or Xaa. 

Seq#:35; N Pes. 40,176 
Seq#:36; N Pes. 69 
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VERIFICATION SUMMARY DATE: 09/21/2005 

PATENT APPLICATION: US/10/510,903 TIME: 16:50:58 

Input Set : A:\-33-l.app 

Output Set: N:\CRF4\09212005\J510903.raw 

L:2660 M:341 W: (46) "n" or "Xaa" used, for SEQ ID#:35 after pos . : 0 
M:341 Repeated in SeqNo=35 

L:2682 M:341 W: (46) "n" or "Xaa" used, for SEQ ID#:36 after pos.:60 
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